Background: Protein methylation is recognized as a major protein modification pathway regulating diverse cellular events such as protein trafficking, transcription, and signal transduction. More recently, protein arginine methyltransferase activity has been shown to regulate HIV-1 transcription via Tat. In this study, adenosine periodate (AdOx) was used to globally inhibit protein methyltransferase activity so that the effect of protein methylation on HIV-1 infectivity could be assessed.
Background
Protein methylation is a post-translational modification by which a methyl group from S-adenosylmethionine is added to a protein. In eukaryotes, proteins can be methyl-ated on the side chain nitrogens of arginine, lysine, and histidine residues or on the carboxyl groups of proteins [1] . Methylation on side chain nitrogens is considered largely irreversible while methylation of the carboxyl groups is potentially reversible [2] . Peptidylarginine deiminase activity can remove some methyl groups from methylated arginine forming a non-charged citruline residue [3] [4] [5] . Similar to other post-translational modifications, protein methylation is involved in regulating protein-protein interactions resulting in a plethora of effects during key cellular events, including regulation of transcription [6] [7] [8] , stress response, ageing and protein repair [9] , T-cell activation [10] , nuclear transport [11] , neuronal differentiation [12, 13] , ion channel function [14, 15] , and cytokine signaling [16] .
The recent discovery of the enzyme family of the protein arginine methyltransferases (PRMTs), as well as technical advances that allow the specific detection of methylated proteins [17, 18] have made PRMTs of particular interest. There are different PRMT isoforms that possess four types of activities which transfer methyl groups from S-adenosyl-L-methionine (AdoMet) to the guanidino group of arginine residues [reviewed in [19] ]. PRMTs can modify arginine residues by adding one or two methyl groups resulting in three distinct forms of methylated arginine residues in eukaryotes, ω-N G -monomethylarginine (MMA), asymmetric (a) and symmetric (s) ω-N G , N Gdimethylarginine (aDMA and sDMA). Two types of PRMTs (type I and II) have been identified based on their ability to catalyze the formation of dimethylarginine with type I PRMTs resulting in aDMA and type II PRMTs resulting in sDMA. Both PRMT types are able to cause the formation of MMA intermediates. Currently, eight PRMTs are known in eukaryotes and they are ubiquitously expressed. Glycine and arginine-rich (GAR) regions of proteins are preferred substrates of type I PRMTs, while there are no clear consensus amino acid sequences targeted by type II PRMTs which are able to methylate both isolated arginines as well as arginines within GAR regions. Examples of cellular events affected by arginine methylation include RNA binding and processing, regulation of transcription, signal transduction and DNA repair [18] .
Much of the existing knowledge of the importance of protein methylation has been gained through the use of methylation inhibitors which result in the accumulation of proteins in their hypomethylated form. A variety of adenosine analogs have been used to block both protein and RNA methylation. The most commonly used indirect inhibitor of protein methylation is adenosine dialdehyde, also known as adenosine periodate (AdOx) [20] [21] [22] [23] . Inhibition of the S-adenosyl-L-homocysteine hydrolase after the addition of AdOx to cells results in the accumulation of S-adenosyl-L-homocysteine which in turn inhibits the action of protein methyltransferase activities [20] .
Alterations of protein methylation have been linked to several disease states including idiopathic pulmonary arterial hypertension, hereditary spherocytosis [24] , sickle cell anemia [25, 26] , cancer [27] , cardiovascular disease, spinal muscular atrophy, multiple sclerosis, and viral infections [18] .
In addition to its involvement in the pathology of diseases, protein methylation has also been shown to be important for virus replication and infectivity in a variety of viruses. Herpes simplex virus (HSV) replication is regulated, in part, by methylation of the RNA binding domain in the HSV ICP27 protein [28] . In vaccinia virus, inhibition of protein methylation resulted in decreased virus replication [29, 30] . Protein arginine methylation has also been shown to be required for efficient adenovirus replication [31] . Further, hepatitis delta virus antigen needed to be methylated at arginine residues to support RNA replication [32] . In human immunodeficiency virus (HIV), adenosine analogues have been shown to have anti-viral activity [33] . Interestingly, arginine methylation had a negative impact on the transactivation activity of Tat [34] . PRMT 6 activity was shown to methylate the Tat basic domain in vitro and in vivo although the precise residues affected are not known. Over-expression of PRMT6 protein in transfected HEK293T and HeLa MAGI cells down regulated Tat-mediated transactivation, while cells treated with siRNA targeting PRMT6 enhanced Tat-mediated transactivation up to approximately 2-fold. Precisely how PRMT6 activity impacts transactivation requires further study.
In this study we investigated the effect of the methylation inhibitor AdOx on the production of HIV-1 in transfected and infected cells as well as on the infectivity of this virus produced in the presence of AdOx. Here we demonstrate increased virus production from transfected or acutely infected cells in the presence of AdOx. However, HIV-1 obtained in this way exhibited defects in Gag-Pol processing, altered morphology, and most importantly a consistent decrease in infectivity. We further outline that the majority of this decreased infectivity is due to the block in HIV-1 entry steps and suggest that methylation of the HIV-1 envelope (Env) protein may influence infectivity, although alternative early events and other viral or cellular proteins could be affected.
Results

AdOx treatment results in increased virus production
AdOx, an indirect inhibitor of protein methylation, was used in order to determine if this methyltransferase inhibitor affected HIV-1 infectivity. Two cell models were used including HIV-1 NL4.3 infected CEM cells and HEK293T cells transfected with the HIV-1 proviral plasmid pNL4.3. First, the effect of AdOx on the cell proliferation and viability was determined ( Fig. 1A) . In the presence of 5 and 10 μM AdOx, CEM cell proliferation was reduced by about half, while effects on cell viability were negligible. However, 20 μM AdOx was moderately toxic to CEM cells compared with the untreated control. HEK293T or HEK293 cells treated with 10-30 μM AdOx displayed no obvious effects on either proliferation or viability (data not shown). However, AdOx concentrations above 30 μM resulted in increased levels of toxicity and loss of cell adherence was observed after prolonged exposure in HEK293T cells. Western analysis using an anti-dimethylarginine antibody confirmed that the level of protein methylation was greatly reduced in cells treated with AdOx ( Fig. 1B) .
The concentration of virus measured as virion capsid p24 protein (CAp24) present in supernatant per 10 5 viable CEM cells revealed a marked increase (up to 2.5-fold at the highest AdOx concentration) in CAp24 secretion into culture supernatant with increasing concentrations of AdOx (Fig. 1C) . Similarly, CAp24 levels increased in supernatant of transfected HEK293T cells (Fig. 1C ). Reverse transcriptase (RT) activity also increased in supernatants from transfected HEK293T. RT levels in culture supernatant collected from CEM cells did not increase proportionate to CAp24, achieving a maximum 1.4-fold increase at 20 μM AdOx (Fig. 1C ). We also measured the steady state level of cellular CAp24 in whole cell lysates in either infected CEM or transfected HEK293T cells. Only small changes in CAp24 levels were measured in HEK293T cell lysates, while a 50% decrease in CAp24 was noted in lysates made from infected CEM cells at 20 μM AdOx (Fig. 1D ). This result was somewhat surprising given that the amount of secreted CAp24 was substantially increased in CEM cells treated with 20 μM AdOx. Our results are generally consistent with the recent report that demonstrated that HIV virus production is increased after blocking PRMT6 with siRNA [34] .
The fact that increased CAp24 was evident in the supernatant compared to whole cell lysates also indicated that AdOx-treatment may have increased virus assembly or budding, or CAp24 secretion. This was examined by purifying AdOx-treated and control virus through a 20% sucrose cushion so that the amount of particulate CAp24 and RT activity could be determined. Overall, the recovery of both proteins was remarkably similar as nearly all of the RT activity and approximately 60% of the total CAp24 was found in pelleted virus ( Fig. 1E ). However, a distinct change in the relative ratio of CAp24 to RT activity was observed in pelleted virus, increasing from 15 to 19 (ng CAp24:ng RT) in the presence of 20 μM AdOx (Fig. 1F ). This was not observed in transfected HEK293T in the presence of 20 μM AdOx suggesting it was a cell type specific effect (data not shown). These results suggest that AdOx treatment may alter either regulation of Gag synthesis or trafficking, assembly at the membrane, or ribosomal frameshifting, which requires further study.
Biochemical analysis of virus obtained from cells treated with AdOx reveals altered Gag-Pol processing
To determine whether virus produced from infected CEM or transfected HEK293T cells in the presence of AdOx was altered in its composition and either Gag or Gag-Pol processing, viral lysates were separated by SDS-PAGE and Western blotted ( Fig. 2 ). All samples were normalized to either CAp24 or RT. In CEM derived virus, most structural protein and major HIV enzyme levels (RT p66 and integrase) appeared unaltered in virus treated with 20 μM AdOx compared with untreated virus samples ( Fig. 2A , CEM derived virus). The viral enzyme levels appeared unaltered in AdOx-treated or control HEK293T cell derived virus in similar Western blots (data not shown). However, a small accumulation of full length or partially processed Gag-Pol precursor was consistently observed in 5 independent CEM-derived and 3 HEK293T-derived virus stocks using either a human anti-HIV immunoglobulin (HIV-Ig) (Fig 2A) or a monoclonal antibody specific for Gag ( Fig. 2B ).
Finally, Western blot analysis was performed using HIV-Ig or a goat anti-HIV-1 polyclonal antibody to confirm that the 100 to 170 kDa proteins present in the virion lysates obtained from infected CEM cells were not Env ( Fig. 2C) . Therefore, whole cell lysates were prepared from Chinese hamster ovary (CHO) cells or CHO cells stably expressing high levels of NL4.3 Env. The lysates were probed by Western analysis using procedures identical to those used for the virion lysates (Fig 2A) . It was noted that the HIV-Ig antibody did not detect Env under these conditions ( Fig.  2C ).
Taken together, these results show that AdOx treatment has small effects on Gag-Pol processing resulting in increased amounts of Gag-Pol in virus particles.
The virus ultrastructure is altered in the presence of AdOx
To further assess what effect AdOx treatment has on virus structure, a cell pellet of day 8 infected CEM cells grown in the presence or absence of 20 μM AdOx for 48 hours was thin-sectioned, epon embedded and assessed by transmission electron microscopy (TEM) ( Fig. 3 ). TEM showed numerous virions in each sample and typical viral assembly structures were observed in both control (Fig. 3A , top panel) and AdOx-treated cells (Fig. 3A, bottom panel) . In all sections examined, virus production was only observed in morphologically normal cells. Using the maximum diameter, 191 control virions were measured which had a diameter of 103 ± 13.8 nm, with a characteristic electron dense viral core structure ( Fig. 3B and 3C ). We measured 223 virions produced by AdOx-treated CEM cells which
The effect of AdOx on HIV-1 production in CEM T-cells and HEK293T cells Figure 1
The effect of AdOx on HIV-1 production in CEM T-cells and HEK293T cells. A) CEM cell confluence and viability was assessed using a trypan blue exclusion assay and counting with a hemocytometer. The cell confluence and viability measured in two independent assays and the standard deviation of the mean are shown. B) Western blot of cell lysates from transfected HEK293T cells with the anti-asymmetric dimethylarginine antibody ASYM24 demonstrating a clear reduction in amounts of methylated proteins present in cells treated with 10 μM AdOx compared with cells not treated with AdOx. C) Culture supernatant from the treated CEM cells were assayed for CAp24 and RT content. Shown are representative results from two experiments with the standard deviations of the mean shown. HEK293T cells were transfected with the proviral plasmid pNL4.3 and treated with AdOx as described in the Materials and Methods. Culture supernatant from treated HEK293T cells were assayed for CAp24 and RT content 48 h post transfection. Shown are representative results from two experiments with the standard deviation of the mean shown. D) Whole cell lysates were prepared from infected CEM or transfected HEK293 cells. CAp24 was measured by ELISA of serially diluted lysates and total protein concentration was determined by Bradford assay. Shown is the CAp24 concentration/mg total protein. These experiments were performed from two to four times and the standard deviation of the mean is shown. E) HIV-1 produced by control and AdOx-treated CEM cells were partially purified by ultracentrifugation through a 20% sucrose cushion. The viral pellet was resuspended in RT lysis buffer and the RT and CAp24 levels were measured. The concentration of the initial filtered supernatant, and the amount of residual CAp24 and RT were also measured so that the % recovery could be determined. This experiment was performed twice and a representative result is shown. F) The ratio of the absolute values measured in (E) are shown. Fig 3B and 3C, arrowed) . Larger particles would contain more CAp24 partially explaining why the CAp24:RT ratio increased ( Fig 1F) , but only if the incorporation of Gag-Pol precursors were not proportionally increased as well. At least one AdOx-treated virion appeared to have two core structures ( Fig. 3E ). Virus particles that contain two cores have previously been reported to occur as frequent as 33% in MT4 cells [35] . It is possible that methylation of either a viral protein, or a cellular protein, such as a class E vacuolar sorting protein [reviewed in [36] ], may be required in order to control the size and the morphology of the assembled virus structure. Further experiments are warranted to determine how AdOx alters the cell milieu resulting in HIV-1 particles of increased size.
The presence of AdOx during virus production affects viral infectivity
The multinuclear-activation galactosidase indicator (MAGI) assay using the MAGI-X4 cell line was used to determine the infectivity of virus produced in the presence of AdOx in a single round infectivity assay. When virus produced in infected CEM or transfected HEK293T cells in the presence of AdOx was used to infect MAGI-X4 cells, its infectivity was consistently reduced ( Fig. 4A and 4B ). The reduction in infectivity was similar in dividing and growth arrested MAGI-X4 cells (Fig. 4B ). In growth arrested MAGI-X4 cells, the pre-integration complex (PIC) has to be actively imported into the nucleus in order to allow HIV infection. Hence, the lack of difference in infectivity tends to suggest that PIC nuclear import is not a key factor in the AdOx-induced infectivity changes. To rule out that the observed effects were due to AdOx being present in the virus particle or supernatant, we also performed infections in MAGI-X4 cells pre-treated for 6 or 24 h with a single dose of 10 μM AdOx prior to infection with NL4.3 virus obtained from HEK293T cells without AdOx addition ( Fig. 4C ). We used this concentration as it greatly exceeded the concentrations present in the small virus inocula which were diluted into normal tissue culture medium. Interestingly, when MAGI-X4 cells were pretreated 24 hours prior to infection, a reduction of infectivity to 60% of untreated cells was observed in both dividing and growth-arrested cells. This effect was observed irrespective of whether the virus used was obtained in the absence or in the presence of 10 μM AdOx (data not shown), strongly indicating that AdOx present in the virus supernatant does not affect infectivity. These results clearly establish that the effect on infectivity observed with virus obtained from cells in the presence of AdOx is not due to incorporated AdOx which consequently exerts its effect on the MAGI-X4 cells. Another point to note is that infectivity was not altered in dividing cells if MAGI-X4 cells were pre-treated for only 6 h prior to infection, whereas a reduction in infectivity was detectable in growth-arrested cells under the same conditions (Fig. 4C ). This suggests that protein methylation of cellular proteins is more important in non-dividing cells and hence a larger effect on infectivity can be observed.
Vpr overcomes AdOx-induced defects in infectivity in nondividing cells
The HIV-1 nuclear import protein viral protein R (Vpr) plays a critical role in maintaining infectivity in nondividing cells [reviewed in [37] ]. As our previous results demonstrated no significant differences in virus infectivity in dividing and non-dividing cells in the MAGI-X4 assay (see Fig 4B) , we wanted to examine if other viral proteins, in the absence of Vpr, were affected by AdOx resulting in altered infectivity in dividing or non dividing cells. MAGI-X4 cells were infected with NL4.3VprFS virus, which lacks Vpr, obtained from HEK293T cells in the presence of AdOx. It was observed that infectivity was consistently decreased further than observed with NL4.3 wild type virus (compare Fig 5A and 4B) . In addition, differences between infectivity in dividing and growth arrested MAGI-X4 cells were more pronounced, with infectivity being more reduced in growth arrested cells compared with dividing cells (Fig 5A) . When protein methylation was inhibited by AdOx, infectivity was reduced to a greater extent in non-dividing cells. This suggests that (i) the Vpr protein is not affected by protein methylation, and (ii) that PIC nuclear import in the absence of Vpr is dependent on protein methylation while Vpr-mediated nuclear PIC import is not. Hence, Vpr can partially overcome protein methylation inhibitor induced defects in infectivity of non-dividing cells. In the absence of Vpr, the viral proteins MA and IN are involved in nuclear import of the PIC in non-dividing cells [37] and our data suggest that MA or IN-mediated PIC nuclear import is regulated by protein methylation.
A pseudotyped envelope relieves the AdOx-induced decrease in virus infectivity
To determine whether AdOx treatment affected HIV-1 entry into MAGI-X4 cells, the infectivity experiment in the MAGI-X4 cell line was repeated with vesicular stomatitis virus G-protein (VSV-G) pseudotyped NL4.3 virus obtained from transfected HEK293 cells. VSV-G pseudotyped virus does not contain HIV envelope glycoproteins and enters cells independent of CD4 and co-receptor interactions via endocytosis. VSV-G pseudotyped and wild type NL4.3 virus stocks were each normalized to RT activity and then used to infect MAGI-X4 cells. Interestingly, VSV-G pseudotyped virus produced in the presence of 10 μM AdOx was as infectious as pseudotyped virus pro- Viewed 100,000 × and 50,000 ×, respectively, show HIV-1 that are primarily ~100 nm in diameter. A large HIV particle (~150 nm) observed in control sections is indicated by an arrow in B. D) Viewed at 50,000 × shows many typical HIV-1 particles. Two larger virus particles with a diameter of ~150 to ~180 nm are depicted by the arrows. Large HIV-1 particles were present in all sections of AdOx treated cells and two more examples are shown in E and F (both at 100,000 ×). E depicts a particle which appears to contain two core structures. Shown are the average % infectivity values for three independent experiments and the standard deviation of the mean. The % infectivity value for each AdOx treated virus is shown relative to its respective untreated virus infectivity, with the infectivity of each untreated virus being expressed as 100%. C) HIV-1 infected CEM cells were treated with AdOx as previously described (Fig. 1 ). ERT reactions were performed using AdOx-treated or control HIV-1. In addition as a control, untreated HIV-1 were supplied exogenous 1 mM AdOx to show that AdOx does not affect ERT. Reverse transcription was initiated by addition of deoxynucleotides and 0.1 mM Triton X-100. The HIV-1 cDNA products were recovered and negative strand strong stop DNA was quantitated by real-time PCR. The copy number indicated was normalized to total RT activity in the virus supernatant. The experiment was performed three times and the standard deviation of the mean is indicated. D) Pelleted virus produced in AdOx -treated or control HEK293T cells were resuspended in Berman lysis buffer. Equal amounts of each virus normalized for RT activity were analyzed by western blot using an anti-gp120 envelope antibody. duced in the absence of AdOx, strongly suggesting AdOxmediated effects occurred via Env, or inhibited an early event that was bypassed via the endosomal entry pathway (Fig. 5B ). In these experiments, we noted that 10 μM AdOx consistently inhibited infectivity by 40% whereas the same AdOx concentration in a previous experiment inhibited infectivity by ~20%. Irrespective of this difference, the results here agree that AdOx can reduce HIV-1 infectivity, but can be bypassed if entry is mediated via the endosomal pathway. This implies that AdOx treatment results in a block somewhere between receptor binding or viral uncoating.
TEM of infected CEM cells
Endogenous reverse transcription (ERT) reactions were performed to determine if virions had a defect in the ability to initiate DNA synthesis ( Fig 5C) . Three virus preparations were compared: HIV-1 NL4.3 made by HEK293T cells treated with 10 μM AdOx (final concentration of 1 μM in the ERT reaction), untreated HIV-1 NL4.3 supplemented with 1 μM AdOx, or untreated HIV-1 NL4.3 without AdOx. The ERT was initiated by the addition of 0.1 mM Trition-X-100 and deoxynucleotides, and the cDNA products were measured by quantitative PCR using oligonucleotides specific for a HIV-1 negative strand strongstop DNA, the first product of reverse transcription. No statistically significant differences were observed in the ability to initiate DNA synthesis in AdOx-treated or control HIV-1 (p = 0.83) (Fig. 5C ). It is highly unlikely that a reverse transcription defect is responsible for the decreased infectivity induced by AdOx treatment.
To determine whether AdOx affected the amount of envelope glycoprotein incorporated into virus particles in the producer cells, viral lysates produced in HEK293T cells in the presence or absence of a single addition of 10 μM AdOx were analyzed by Western blot using a monoclonal gp120 antibody. No significant differences in the amount of glycoprotein incorporated into virus particles were observed in virus produced from HEK293T cells ( Fig 5D) or HEK293 cells (data not shown), suggesting that AdOx treatment may inhibit an early entry step such as receptor binding or fusion rather than the incorporation of Env into virions.
Discussion
It is becoming increasingly apparent that protein methylation is particularly important in many key cellular events and recent studies have suggested that viral replication can be regulated by protein methylation [6, 29, 30, 33, 34] . In particular, HIV-1 replication has been shown to be inhibited by adenosine analogues suggesting an important role for protein methylation [33] . More recently, it was shown that the HIV-1 Tat protein can be methylated on arginine residues by PRMT6 [34] . In their study, Boulanger et al. specifically reduced cellular levels of PRMT6 using siRNA which resulted in Tat arginine methylation inhibition and consequently increased virus production from HEK293T cells. Here, the non-specific methylation inhibitor AdOx was used to globally inhibit protein methylation in cells during the production of virus in two different systems, either in transfected HEK293T cells or in infected CEM cells. Consistent with findings by Boulanger et al., we also detected an increase in the amount of virus produced in both systems of virus production (Fig 1) , indicating that blocking protein methylation in virus producing cells results in an increase in virus output in two different cell types and in both infected as well as transfected cells. The major focus of this study was to determine whether protein methylation (other than Tat) was important for virus infectivity and involved the further characterization of virus produced in cells when protein methylation was inhibited by AdOx.
Firstly, it was demonstrated that the major structural proteins and enzymes were present in virus produced in CEM cells when protein methylation was inhibited by AdOx (Fig. 2) . In addition, we detected an increase in the relative ratio of CAp24 to RT in virus produced in AdOx-treated CEM cells indicating that protein methylation affected virus assembly. Curiously this was not observed in HEK293T cells suggesting this effect was cell type dependent. Secondly, there were detectable differences in virus protein composition detected between virus produced in cells in the presence or absence of AdOx where an increase of Gag-Pol and partially processed intermediates in CEM and in HEK293T cells were observed by Western blot (Fig.  2) . The increase in the amount of Gag-Pol precursor in both CEM and HEK293T cells suggests that a defect in the cleavage of the Gag-Pol intermediate may be affected by protein methylation. Irrespective of the exact mechanism and cause for the observed alterations in Gag-Pol processing in the presence of AdOx, it is unlikely that these subtle differences detected in either of the cell lines are the main reason for the observed effects on virus infectivity (Fig. 4) .
Curiously, TEM showed that AdOx treated HIV-1-infected CEM cells made larger particles indicating that a methylation pathway somehow contributes to viral particle formation. It was recently estimated that an increase in virion diameter from 119 nm to 207 nm increased CAp24 content from 3,000 to 11,000 molecules [39] . Using similar calculations, we estimate that approximately 1800 CAp24 molecules were present in a control virion and approximately 2900 CAp24 molecules in an AdOx-treated virion. This may at least partially account for the increased ratio of CAp24 to RT measured in AdOx treated virions. Why RT levels were relatively lower compared to CAp24 in CEM cells is not clear but possible explanations include that AdOx may alter RT frame shifting or RT trafficking to assembling virions. It is not clear how protein methyla-tion could impact on virion size and whether this is due to protein methylation of a viral or cellular protein, or an altered cell transcriptome.
Despite the increase in virus production in the presence of AdOx from both cell types (see Fig. 1 ), virus produced in the presence of AdOx displayed altered infectivity in a single round replication assay (Fig. 4) . The effect on infectivity was dependent on the concentration of AdOx present during virus production, with reduced infectivity at higher AdOx concentrations in both dividing and growth arrested cells. This effect was observed irrespective of the cell type used to produce the virus. Although AdOx was moderately toxic to CEM cells at 20 μM and not toxic to 293T cells, virus biochemistry was only modestly affected in both cell types (increased levels of CAp24 in CEM, low amounts of unprocessed Gag-Pol in both cell types) clearly separating cellular toxicity from virion composition defects. It was noted during the TEM examination of all cell sections that virus production was only observed in morphologically healthy looking cells, and not in apoptotic or necrotic cells. We ruled out that these effects were due to AdOx being incorporated into virions and exerting its effect on the infected MAGI-X4 cells, by exposing MAGI-X4 cells to AdOx prior to infection with nontreated virus. Moreover, AdOx does not block methylation directly but inhibits synthesis of the important precursor molecule homocysteine. It is extremely unlikely that sufficient AdOx could be present in the small virus inocula to deplete the endogenous pools of S-adenosyl methionine in the MAGI-X4 cells. These results strongly suggest that protein methylation of one or more of the proteins present in the virus particle can regulate virus infectivity.
Interestingly, the cellular factor Sam68 can bind to the Rev response element of HIV-1 and functionally replace or synergize with Rev to regulate the transport of unspliced HIV-1 mRNA [40] [41] [42] . Sam-like proteins, including SLM-1, SLM2, and others, also have the ability to replace Rev function [reviewed in [43] ]. Recently, it was shown that PRMT1 uses Sam68 as a substrate leading to asymmetric dimethylarginine formation [44] . Methylation was required for Sam68 function and inhibition with 250 μM AdOx resulted in cytoplasmic accumulation of Sam68 and decreased transport of unspliced HIV-1 mRNA. While 10-20 μM AdOx is sufficient to generate hypomethylated proteins in cells (1) [see [21, 45] ], many studies use much higher concentrations (0.1-1 mM). We avoided very high levels of AdOx as they have been shown to be associated with defects in cell cycle progression, cell apoptosis, and necrosis [46] , and resulted in cell toxicity.
In an attempt to identify which viral proteins (other than Tat) were involved in the observed effects on HIV-1 infectivity after addition of AdOx, the HIV-1 viral mutant NL4.3VprFS was used. This virus lacks a functional vpr gene due to a frameshift mutation at amino acid 63 in the vpr open reading frame. The accessory viral protein Vpr has been shown to be involved in viral transactivation by acting as a transcriptional activator [47] , in the nuclear import of the pre-integration complex [37] allowing replication of HIV-1 in non-dividing cells [48] , as well as in other activities like regulation of apoptosis and cell cycle arrest [49] [50] [51] [52] [53] . Because protein methylation has been described in several of these cellular events, most importantly the regulation of transcription [6] [7] [8] and nuclear transport [11] , and Vpr possesses two predicted methylation sites (at amino acid R84 and R87) and is incorporated into virions, it is a likely candidate to be involved in the methylation-dependent regulation of infectivity. If Vpr itself needs to be methylated in order to maintain sufficient infectivity, then infectivity of virus lacking Vpr (NL4.3VprFS) should not be affected by the presence of AdOx. Interestingly, our infectivity results with NL4.3VprFS virus produced in the presence of AdOx indicate that the observed decreases in infectivity were due to inhibition of a protein other than Vpr. In the absence of Vpr, decreases in infectivity after AdOx treatment were more pronounced than in virus containing Vpr. In addition, differences between infectivity in dividing and growth arrested MAGI-X4 cells were more pronounced in the absence of Vpr. A differential effect on infectivity in dividing and growth arrested MAGI-X4 cells suggests an effect on PIC nuclear transport. Vpr, MA and IN have been suggested to be involved in PIC nuclear transport possibly in a redundant fashion [37] . One possible explanation for the differential infectivity in dividing and growth arrested MAGI-X4 cells in the absence of Vpr could be that one of the other proteins that can compensate for Vpr function in terms of PIC transport and/or nuclear import needs to be methylated in order to fulfill this function. In the absence of Vpr in NL4.3VprFS virus and in the absence of sufficient protein methylation, a compounding decrease in infectivity in particular in growth arrested cells, as observed in this study, would be the result. These data further support that multiple, complex and possibly opposing and/or redundant mechanisms of protein methylation are likely involved in regulating HIV-1 infectivity.
We also determined the infectivity of virus lacking the HIV-1 envelope glycoprotein using VSV-G pseudotyped virus produced in HEK293 cells in the presence of AdOx. Importantly, we demonstrated that the decreased infectivity in the presence of AdOx was completely restored to wild type levels when HIV-1 Env was replaced by VSV-G. One possibility is that HIV-1 Env methylation might contribute towards virus infectivity, although it is equally plausible that an endosomal entry pathway bypassed an early event which was inhibited in virus made by AdOxtreated cells. However others have reported infectivity defects restored by pseudotyping. For example, an HIV-1 construct containing multiple mutations in MA had reduced infectivity in MAGI cells, but infectivity could be restored by pseudotyping HIV-1 with VSV-G [54] . Given an ERT assay failed to measure significant defects in reverse transcription, it is distinctly possible there is a defect somewhere between receptor binding and uncoating. Deciphering the precise event affected requires further experiments. In either case, our Western blot data clearly show that the reduced infectivity after AdOx treatment was not due to decreased envelope glycoprotein incorporation into virions, suggesting that the defect is in the early receptor binding and/or an early entry event. A prediction of methylation sites within gp160 of NL4.3 using MeMo identified 10 arginine residues and 28 lysine residues [57] . Work in our laboratories is currently focusing on determining which steps of early replication are affected, if residues in Env are the target by PRMT activity, and if this accounts for reduced infectivity induced by AdOx treatment on virus producing cells.
Conclusion
Overall, we have shown that protein methylation contributes towards maximal virus infectivity. Furthermore, our results also indicate that protein methylation regulates HIV-1 infectivity in a complex manner most likely involving the methylation of multiple viral or cellular proteins and/or multiple steps of replication. With the increased knowledge of the importance of protein methylation in a wide range of cellular events, it is important to fully determine the exact role and mechanism of both viral protein methylation and methylation of cellular proteins involved in virus replication. This information will be essential in order to investigate whether regulation of protein methylation may be considered a potential target for future novel antivirals in the combat of HIV-1 and possibly other viral infections.
Methods
Cell lines CEM cells (acute lymphoblastic T-cell leukaemic cells)
were maintained in Dulbeccos RPMI 1640 supplemented with 10% FBS, 100 U/ml penicillin and 0.1 mg/ml streptomycin. HEK 293T cells (human embryonic kidney cells), HEK293, and the HeLa derived MAGI-X4 cell lines were maintained in DMEM containing 10% FCS, 100 U/ ml penicillin, 0.1 mg/ml streptomycin and 2 mM Lglutamine. Media for the MAGI-X4 cells also contained G418 (0.2 mg/ml), hygromycin B (0.1 mg/ml) and puromycin (1 μg/ml). Chinese hamster ovary cells (CHO) and CHO stably expressing ENV, kindly provided by Andreas Suhrbier, were cultured in RPMI 1640 supplemented with 10% FBS, 100 U/ml penicillin and 0.1 mg/ml streptomycin
Virus production, purification and quantitation
The molecular cloned HIV-1 virus pNL4.3 and a frameshift mutant of pNL4.3 resulting in a Vpr-negative HIV-1 variant (pNL4.3VprFS) were used in this study. Virus was obtained either from HEK293T cells transfected with 9 μg maxi-prep DNA (QIAGEN) using lipofectamine 2000 (Invitrogen) or from infected CEM cells. For pseudotyped HIV-1, HEK293 cells were transfected with 6.5 μg pNL4.3.LUC.RE and 1.5 μg of pHEF-VSVG (Both NIH Reference and Reagents Program), or 8 μg of pNL4.3. The amount of virus in filtered, infectious supernatants was measured using either a CAp24 ELISA (Zeptometrix), a functional reverse transcriptase (RT) assay (RT Detect from Roche) or an in-house RT assay as previously described [55, 56] . Virus was pelleted either through a 20% sucrose cushion via ultracentrifugation at 100,000 × g for 2 h at 4°C, or at 20,000 × g for 2 h at 4°C. Cell lysates were prepared from both infected CEM and transfected HEK293T cells. The former were lysed in 1X RIPA buffer (50 mM Tris-HCl (pH 8.0), 150 mM NaCl, containing 1% TritonX-100, 0.1% SDS, 0.5% sodium deoxycholate, 2 μg/ ml pepstatin A and 1 tablet of Complete, EDTA-free protease inhibitor cocktail tablets/50 ml buffer (Roche), and the later in 1X PBS containing 1% Triton-X100 and protease inhibitor cocktail.
Western blotting
Pelleted virus was lysed in either RT lysis buffer (50 mM Tris, 80 mM potassium chloride, 2.5 mM DTT, 0.75 mM EDTA, 0.5% Triton X-100, pH7.8) or in Berman lysis buffer (0.1% SDS, 0.5% sodium deoxycholate, 1% NP-40 in PBS) containing 1 tablet of complete protease inhibitor tablet (Roche) per 10 ml, and CAp24 content and RT activity were measured as described above. An equivalent amount of virus normalized for Cap24 or RT was then separated on SDS-PAGE before transferring to PVDF membranes. Western blots were developed using a monoclonal CAp24 antibody, a polyclonal HIV-Ig or a monoclonal gp120 antibody (cat # 4121, 3957 from the NIH Reference and Reagents Program and cat# ARP3119 from Ms C Arnold provided through the NIBSC centralized facility for AIDS Reagents, supported by the EU Programme EVA and the UK Medical Research Council, respectively).
Cell lysates were prepared from CHO, or CHO-ENV cells using cell RIPA lysis buffer. The protein concentration was determined by a bradford assay, and 20 μg of protein was separated by SDS-PAGE on a 4-20% gradient polyacrylamide gel. The protein was transferred to a PVDF membrane and probed using an HIV-Ig at 1:2000 dilution, or a goat anti-HIV-1 polyclonal antibody (BioDesign) at a 1:1000 dilution. The HEK293T lysates were prepared with Berman lysis buffer and similarly probed using an antidimethyl-arginine antibody (ASYM24, Upstate) at a 1:1000 dilution. Each antibody was detected using an appropriate horse radish peroxidase (HRP) or Alkaline Phosphatase-conjugated secondary antibody and Super-Signal West Pico chemiluminescent substrate (Pierce) or BCIP/NBT substrate (Sigma).
